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Insights from Mathematical Models 
 
Tumor heterogeneity can be viewed as a collective phenomenon emerging from 
interactions between normal and malignant cells. As such, it can be studied using 
agent-based mathematical models, such as cellular automata. In this talk, I will 
present examples of these models to analyze the emergence of genotypic and 
phenotypic heterogeneity due to cellular interactions in growing tumors. I will also 
explore how these models help in understanding tumor evolution, clonal selection, 
and the role of the microenvironment in shaping heterogeneity. 
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